The mechanism of development of atrial fibrillation (AF) in patients undergoing coronary artery bypass grafting (CABG) has not been clearly defined, and the involvement of multiple factors such as advanced age, withdrawal of β-blockers, inadequate atrial protection, and electrolyte imbalance, particularly hypomagnesemia has been documented by several authors. Despite all the available pharmacologic prophylaxis, incidence of AF still remains high in this group of patients. This unexplained cause could be genetic inheritance of endothelin-1 (ET-1) gene which is thought to have a pro-arrhythmogenic effect. Aim: This study aims to investigate the relationship between plasma ET-1 concentrations, ET-1 gene polymorphisms in loci -1370 T/G, -134 (3A/4A) Ins/del, Lys198Asn (G/T), and occurrence of AF in patients undergoing CABG. Methodology: Ninety-eight nonrelated, nondiabetic patients over a period of 4 years undergoing routine CABG were selected for the present study. All patients were genotyped for three single nucleotide polymorphisms (SNPs) in loci -1370 T/G, -134 (3A/4A) Ins/del, and Lys198Asn (G/T) in the ET-1 gene by gene sequencing. The plasma ET-1 concentrations were measured using an ET immunoassay. Results: Plasma ET-1 concentrations were higher in AF+ group (P = 0.001) as compared to AF− group. The allele frequencies between AF+ and AF− group were significantly different only with respect to the Lys198Asn (G/T) SNP of the ET-1 gene. Conclusion: The study described the possible correlation of polymorphism of ET gene in CABG population from India. The ET-1 gene might play a disease-modifying role in atrial fibrillation.
Introduction
Atrial fibrillation (AF) is a frequent postoperative complication seen after coronary artery bypass grafting (CABG) with a reported incidence of 20%-50%. [1] The frequency of AF has not decreased despite recent developments in cardiac surgical techniques, anesthetic management, and optimal myocardial protection. [2] Different drugs have been used for the prophylaxis of AF in these patients although conflicting evidence exists. [3, 4] Although the mechanism of development of AF in these group of patients has not been clearly defined, the involvement of multiple factors such as advanced age, withdrawal of β-blockers, inadequate atrial protection, and electrolyte imbalance, particularly hypomagnesemia has been documented by several authors. [5] In some patients, the cause is still not known. AF is often associated with structural heart disease, and traditionally, has not been This is an open access article distributed under the terms of the Creative Commons Attribution-NonCommercial-ShareAlike 3.0 License, which allows others to remix, tweak, and build upon the work non-commercially, as long as the author is credited and the new creations are licensed under the identical terms.
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For reprints contact: reprints@medknow.com considered to have a genetic association. While familial forms of AF have long been reported, a genetic predisposition for the same in the topic of recent interest. [6, 7] The genetics of AF is complex and heterogeneous. More recently, common variant analyses have identified 14 genetic loci associated with AF. [8] Once a condition is found to be heritable, there are several techniques that are commonly employed to identify the genetic basis of a disease, namely, linkage analysis, candidate gene resequencing, and association studies. [9] In recent years, genome-wide association studies (GWASs) have been made possible by advancements in genotyping technology that allows investigators to assay hundreds of thousands of single nucleotide polymorphisms (SNPs) spread over the entire human genome. [9] Such studies have been used successfully in the past year to identify potential novel pathways for diabetes, macular degeneration, and repolarization. [9] 
